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SNP-IT primers - tagged with GenFlex tags 


ATTTGATCGTAACTCGGGTGGACTTACCAACAAGCCATTCATTAT 


TTTAGTCGTTTGCCCGAGGCCATGACAGGGCCCCAGCACACGGGC 


CTTAACTATTAGCGTCGGTGAACCAGAACTGTTTCAGAGGAATCT 


CTATATCCTTACCGCGTATGTTCTAGACCAAGGTTGGTTATCCCC 


IGICIACCI 1 IGGGICAAGAI 1 1 IGIAAI 1 GGAAAG 1 GAGGGAGA 


AATACGCTGAATAGAGCCCTCCTTCTGGAGCTAAGCCTCTCAAAG 


GACGATCCTTATACTCGATGACTGGTCGCTACCTTTACCTCAGCC 


ATAAAG CTCTATACTCCG CG AG G AACTCTG AG AG CAATAACTG AT | 


ACTCCAGTGCCAAGTACGATGACTCTTTAG 1 1 1 1 GAATAACAAGC | 


CGCCAGAGTTATGTTTGAGTGATTAGGGAGTCCGCATTCTTCCAG | 


TG CCCTATTGTTG CGTCG G ACAAAAC AG CACCTGTTCTTAG ACG C 


TAATC'IAAI ICIGGICGCGGIAGCI IGGAI I I I ICI I CGI I ICAI 


TATATTAGTTCTGACCGCGCGGTGCTTGACAAGTTGCCTGGGGAT 


TCGTATATTGGTGACTAGGCGGGTCTTATGGTTGTCTGGGGTGGG 


TGTGATAATTTCGACGAGGCCGGGAGGCTTGGTCATTCTTTCTTC 


CTTTCAAGTACCTTAGCTCGCTTATCCTGGCAGATAGTCTGTCAT 


GTGATTAAGTCTGCTTCGGCCTCGCTTAGAATTCAGGCAAAGGTT 


GTGCGTAGTTCTGTCATAGCACAGCCTTGGCTCTTGCATGTAGAG 


GTCGAGGATTCTGAACCTGTATTCAGTGATCCTGCGGTATTATTT 


CCATAGTATCCTGTAAGCGTTGTC 1 1 1 1 1 1 G 1 GGAAGCGGTAAGA | 


CCAATGTACCTATATCGTGGTGGAGAGGATCATGGTGGCCTGGAC | 


ACACAAAGTCGATACGTCCGCAGTGATTGGATGCCGTGCAGAAAG 


ATTAAGCGACGTTGGTCTAGGGTCTCATGTGATGGTCTGGGGCCT 


TATTAAGGTTGTACCCTCGGACTTTGTCTGGAGTATTCATGCCAT | 


GTAACGAATTATACCCTCGGGACTTGTACCTCCCCAGTGGGGGAC 


CTAACGAATCTGGGACGTGCGAGGGAGACTCTGGTTTCGCCTTTC 


CGTTCCTAAAGCTGAGTCTGGCTACAGCCACAGGGAAGTTTCACA 


CTAAGTAATCTGGTCCGCGAACATTACAGCAAAGTCACATCTTAT 


GGACGCTTGACCGGACTTATGACAGAAGTGACAGCAGGAGACGCC 


GGATGGCGTTCCGTCCTATTACAAGCGTGGGCTGCAGGGTCTCCC | 


GGATACTATTCCGTGCGTGTCACGTGATGAAGTATCACCCTGGCT 


GCTAACAGTTCCGTCACTATGAGGCTGTGAAGTTTGCAGCTGTTT 


GTTTCTTATTAGCGAGGAGCCAGAAGGGATTATCCTCAGCCAGTC 


CTATCAGGTTACGATGACTGGGCATCTTAAGAAGCTTCGACGCTC 


CTAAGCCATTACGCGACATTACGAAGCAGAAGTTCAGATTGCCCA 
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PCR lower strand primer [ 
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TG C ATTTCAC AT AAGTG C AT AATTAATACTA | 


ATG 1 I I I ACAACAAGCTGTGTCTCTG | 


ACTAGACTCAGGACTCCATTTACAGC 


GAAACACAAAAACCACAGGACAA | 


TTGAACCCAGGTTTCCAGC | 


ACGAGTGCCTTCTGGAAGCTA | 


ACTGTGCAGCCAGAGATGG I 


AGGAGGAGCTCAGAGTTGGACT ! 


AATCTATATTATCACCCTTCCCCAC 


CAGACAGAGAAATAGCTACAAAACAGC ! 


ATGGCAGAGGCTGTGTGTG | 


TTAAGGGGGCCTAAAAAGCTG 


ATCTTCCTCACTGCCCTACTTG | 


CCCAGTAAGAGAAATCATACGAGAAG | 


TNNGCCTTGGCTCTCAGCC 


TAA I I I I GGTTGCTATAGATTCCAAGTC | 


TTAGACACATGCTTAGAAGAAGATGCT ! 


ATAAGTGGTCTCCCTGCTTATGG 


AAAGGAATAAGGTCAAGACTTACATCC 


IGCGCCCCIGCCCI IMC 


IA1A1CI IAIGIGCI 1 1 I GAACGGC 


CCTTCCTCTGAATGATCAGGTCT 


I I I IGAGGI I ICIGGGGAAGG 


AATCTCAGAATTTCCAAGCCG I 


TGGCACAAGTAAAAACTCCATAAATATT j 


TAGGATAAATTGCCTGCCATG | 


TTCAACCCCAAAAGGCAAA | 


AGGGGAATGTAATTACGGAGGC 


CTGTCCCAGAGGCCCTTG 


TGGCTTATGACATTCGCATTT | 


AACTTTTCATGACAGAGACAGGGA 


TGGTCTCTTCTGGGAGTGATCTAA I 
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PCR upper strand primer 
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ACGGACCCTGAGCACAGA 


TTTTGAAAGATAAGGGAAAGCACA 


TAATACCTAGTCACCAACAGTGACC 


TTCATGCGTA I I I I AACACATAATG I 


TGGGCTGTAGGGGCAATAT 


CAAGGACACTGGGAATCTTG 


ATTTGCGTTCTACACATTCATAGTGTT 


TATGCTAAAGATAACTAAGGCAAGGC 


GGGGTTTCATTGTAGGTGAAC 


TCTGAGAGCAGTCGACAGGAG £ 


GAGGACAGCACTGCTGAGTG 


ACCCTACAGTCCTTACCTTTCCAA 


CATGGTCAAGGTCTGCATTCC 


AGCTGGCTGAGATCGAGG 


CAGCAGACAGACACAGGTCC 


AAAAA I A 1 GAG 1 1 1 1 1 1 1 1 ICCCCC 


TATACACAATGCCTGCCTGACA 


CCACTCCACAATAATCAGATTTTACAC 
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AGGCGATGCAGCAGAGAAT 


ATATTAGCATTATTAGCTGTACCTCACTTGT 


TGTTAATGTTGGTGTTGGCA 


ATGACATCCAAGACAGTTTCCTGT 


TGGTGTTGAATGGCTGAATTG 


ACTAGGCAGTAI 1 1 1 A 1 GAGCCAGC 


AAGTTTGGTTTAACATCTGACTGGC 


GGGAAAI I CGAGGGA I I I I IC 


TCCTCAATTTCCTTACAGTAGAACAT 


CCTTCCCCCAACTACCTGG 


TCTCTGGCGCTCAAGACAC 


AAAGTGAGTGACAGTGGTGCTCT 


ATCTCATGACCTGTGGCATTG 


TCAGACTGGCTGTATTAAATCGTT 


AGAAACGAAAACAGCAAGAGTAAATA 
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PCR lower strand primer | 


GIAI 1 1 IGIGI IGAICI ICIGAMGC 


ACATTTGTAGAGAATGCCCTTTATATATGT | 


TTTTAGGGCACGAGACAAGG 


TGACCTCCCAGGTTCAATTAGC S 


TTAAAGCCTCATGGCTCTGG 


TCTCTGAGACCACTCAGCAACTC 


ATTTAGAAATTGTAGCAAACACGTTGT I 


AAACTCTCACATCAGCATGACACT | 


AATGAACCAGGCAGGGAGAT 


TGGGGTGTGGAGCCAAGA [ 


ATTTGTAGTTCTTCTGAAACCTTCAGTT 


CAAACCCTCTAGGCTTTCATTG 


ATGAAACCTCATAAAAGGAACGACT I 


TTCAGCCCATGTAGACTTGGTT 


ATCAGGAACAGAGTGGTTACTGCA 


ACTTAGTTGGGGCCAGGC I 


AGAAGGACTGGCTGGGATG | 


AATCG I I I I GCTCGTTCTAC IMC I 


TTTGCCAAACGGCATTTC i 


AAACGAAGTCTCCAGTGAGACG I 


TCCCCATCCAATTCACTGG I 


GTTTCACTAAGAGGCAGCGAATC I 


TGAGTATGI I I ICIAICICI 1 1 IGlcrAGAAA | 


CCAACMCCTCTGGGTGG I 


TTAGGGCATCCACTGTCCTG 


CAAGAACATATAATGAACGACCTTGG | 


GCATTTTCCAAATCAAGCTGAA I 


AAAMTAAAATCACAGGTGCTCAGG I 


ACTTMTATGCCTGCCTGTCATTC j 


ACAGTMGGGAGAGTAGCMGMATC i 


TGMTCAATGGGGTTGGGT 


TAGGTGMTCMTGGGGTTGG I 


TGACMGTMACMGATTTGGCAC I 


AGI IGCICAGCACIGI 1 1 IAIMICIG 


TG AGG ACGMTGG 1 1 I I C I 1 1 C I 


PCR upper strand primer 


AAGAAGAAAGTATCCAAAACCTAGACAGA 


TCACAGCAAAAGGACCAGATG 


I ICCI IGI I I IAAIGGAGACGC1 


TGCCAGGCAACCACTTAGTT 


GCATGACAGAGAAGGCACTT 


ATGAACTTACAGAGCAAGATCGC 


TTTAAAATGTTCTTTCAAAGACTAAACGC 


I IGI I I IGICI IGAGGCACG 


ATGGGTTGCTTCACATTGG 


GTGTACGTGCGTGCACATATG 


Al ICAAIGCIGGACI I 1 1 ICAAG 


I I IGGCl IGCI I I ICCAIAIAACI IA 


ACGGTGGAGAATCTTAGGAATGTAA 


TGCTGAGTAAACCCAAACTCTCA I 


TTTGGGAAACTCCAGGTCAG 


AGTGGCTGGAAAGAGGACTG 


CACTGCCCTAGAGACAGAGTTTG 


AAAAGAAACTCAAGGTGAACCTGA 


TCCACGGCTTCCCCCTTA 
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